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Based on the use of next-generation sequencing methods on the basis of Ion PGM Torrent 

carried out the determination of the nucleotide sequence of the genome of one of the dominant 

pathogens in forest nurseries of Belarus – causative agent of Phoma Blight. During the genome 

mapping identified and analyzed 1111 microsatellite loci of Phoma. Developed a set of primers 

for the diagnosis of Phoma Blight and causative agent of infectious disease using SSR-PCR 

method. 
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