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Panteleev S.V., Razumova O.A., Baranov O.Yu. 

 

Molecular genetic research of Belarusian populations of the six-

toothed bark beetle were carried out. 53 variants of genotypes were 

identified for the mtCOI marker locus. In the studied geographic regions 
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(Gomel, Minsk and Brest) only one haplotype significantly dominated 

(47.6% of individuals). The revealed population structure with a decrease 

in intraspecific diversity is most likely due to factors including the 

founder and the bottleneck effects, the effective population size and flight 

capacity of individuals. 
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