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THE USE OF PLAF MARKERS FOR METAGENOMIC ANALYSIS OF 
MICROBIOMES OF INSECT PESTS OF DECIDUOUS  

SPECIES OF BELARUS 

Padutov A.V., Siaredzich M.O., Yarmolovich V.A.,  

Pashkevich I.A., Baranov O.Yu. 

The size of rDNA ITS1 and ITS2 loci is constant and specific to most 

fungal species. Electrophoretic analysis of ITS1 and ITS2 loci (PLAF) 

allows the identification of the fungal component of microbiomes in insects. 

PLAF approach can be used to screen for different fungal pathogens in pests. 

When coupled with appropriate sanitation strategies, and if identified early, 

this information can help significantly reduce disease outbreaks. 
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,   ITS1,    -

  Sphaerulina betula Quaedvl., Verkley ex Crous  225 . ., 

Ophiognomonia intermedia (Rehm) Sogonov – 268 . ., Alternaria alternata 

(Fr.) Keissl. – 244 . ., Phyllactinia guttata (Wallr.) Lev. – 314 . ., Botryo-

sphaeria dothidea (Moug. ex Fr.) Ces. & De Not. – 259 . ., Microsphaera 

betulae Magn. – 298 . ., Melampsoridium betulinum (Pers.) Kleb. – 328 . ., 

Pythium sp. – 298 . ., Phytophthora cactorum (Leb. and Cohn) Schr eter – 

295 . ., Fusarium avenaceum (Fr.) Sacc. – 233 . ., Melanconium bicolor 

Nees. – 270 . ., Nectria sp. – 217 . .    -
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ASSESSMENT OF GENETIC DIVERSITY  
OF THE SIX-TOOTHED BARK BEETLE IN THE TERRITORY OF BELARUS 

Panteleev S.V., Razumova O.A., Baranov O.Yu. 

 

Molecular genetic research of Belarusian populations of the six-

toothed bark beetle were carried out. 53 variants of genotypes were 

identified for the mtCOI marker locus. In the studied geographic regions 


