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The aim of this stady was revealing and identification in soil of various plantings pathogenic fungi 

Heterobasidion annosum (Fr.) Bref. Molecular genetic identification of species composition of fungi in 

the investigated samples was carried out on base of sequencing of ITS1-5,8S rRNA-ITS2 region of 

ribosomal DNA of fungi. Objects of research were samples of soil of the plantings amazed with a root 

sponge and healthy forest stands and samples of soils, were in agriculture. The estimation of contami-

nation by a root sponge of soils of wood plantings with different degree forest stands is spent. The 

analysis of presence of a root sponge in the soils which have left agricultural using, wood cultures often 

used for creation is carried out. 
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